
Page | 1 Version 1.2 

 

 

 

Mandatory Annual Reporting (MAR) Specific Ages and Genotypes 
 

Contents 
Glossary ......................................................................................................................................................................................................................................... 1 

Background .................................................................................................................................................................................................................................... 2 

Finding your Protocol Records ........................................................................................................................................................................................................ 2 

Establishing your View for Filtering ................................................................................................................................................................................................. 6 

Reporting Specific Ages .................................................................................................................................................................................................................. 6 

Reporting Specific Genotypes ......................................................................................................................................................................................................... 6 

Considerations ............................................................................................................................................................................................................................... 7 

Help ............................................................................................................................................................................................................................................... 7 
 
 

Glossary 
 

Disposition = Reason for Death (Fate) 

Protocol = Ethics 
Master Protocol = Approval of Application for Breeding/Research/Teaching using Laboratory Animals that encompasses all Protocol Allocations for a given 
range of dates. 
Protocol Allocation = an allocated approval number for specific strain and or species of animal within the Master Protocol. 
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Background 
This document is to assist researchers in gathering specific information from the Mosaic database to assist with their Mandatory Annual Reports.  This workflow 
should only be used when AGE or GENOTYPE breakdown is required for reporting.   
 
Please use the “MAR Reporting within Mosaic” via the Animal Census Report FIRST to obtain your BREED and CULL numbers, and then refer to this document 
“MAR Reporting Specific Ages and Genotypes” via the Protocol Worksheet for a workflow to obtain specific age and genotype breakdowns.  
 
If your numbers for a strain do not match (total number obtained via this Animal Census versus Currently Assigned via the Protocol Worksheet) you may have 
animals that are/were currently housed within UQBR Colonies (Training/Sentinel/TASQ etc).  These animals still need to be reported.  
Please contact the relevant Animal Facility to discuss this further. 
 
 

Finding your Protocol Records 
 
Navigate to the Protocol worksheet by using the drop-down menu under the Heading Protocols. You will only be shown Protocols that belong to you or your 
Group. If any Protocols are missing from your view, please contact the Database Administrator to check your Personnel File is up to date. 

 
    Once the Protocol Worksheet loads your default view will be the “Master Protocols” tab.  Please select the “Protocol Allocations” Tab. 

 
 
 
 
 
 



Page | 3 Version 1.2 

 

 

From the header under the Protocol Allocations tab, click on View and choose the Recommended Researcher View from the menu. 
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Allowed Count = TOTAL Approval 
numbers granted/per strain 
(includes any breakdown of strain) 

 

Currently Assigned = Animals that 
currently have this Protocol 
attached to them – dead and alive 

 

Remaining to be assigned = 
Allowed count minus Currently 
Assigned Count 

Yellow means you are getting 
close to your allowed numbers 

 

Green is good 
 
 

Red means you are in overuse 

Please ignore these. No animals 
have been counted. This is historical 
data from Genotrack that we cannot 
delete. 

If you do see a number other than 
zero in the Currently Assigned 
Count column of this section, 
please notify the Database 
Administrator ASAP. 
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To view your animals for each strain, click on the hyperlink of the currently assigned count. Example shown. 

 
 

 
 
––Mosaic will now take you to an Animal Worksheet that show ONLY this strain’s animals on this Protocol.  Click on “View” and ensure you are in the 
“Recommended Researcher View-Allocations” view.  These include dead animals. This is just a snip of the total results. 

 

Click on the blue hyperlink 
to view all animals 

currently assigned to 
“Hif1a flox/ChAT-Cre” 

strain allocation 
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Establishing your View for Filtering 
 
It is recommended you do not use any filtering functions on this page as some filters are set by the developers of Mosaic Database. Instead, click the Download 
button on your header row. This will place all these animals into an excel spreadsheet for you. 

 
From the excel spreadsheet, you can re-organise and filter the various columns to your liking.  

 

Reporting Specific Ages 
If you are required to report on the age of your animals, please filter the Age in Days column to show the age they died. You are able to compare the Age in Days 
with the “Birth Date” to determine which category they fall in for MAR reporting. You will need to manually add up these numbers. Please refer to the table at the 
end of this document for Age ranges. 
 

Reporting Specific Genotypes 
If you require to report on specific genotypes based on your AEC breakdown, please filter the Genotypes column.   The Mutations column will assist you in 
determining which Genotype expression matches which mutation.  You will need to manually add up these numbers. 
 

 
 

To return to your Protocol Allocation page, click on the back arrow in the top left-hand corner of your screen. You may need to filter your Protocol number again. 
You can then repeat these steps for each strain and place them into your excel spreadsheet for viewing and filtering. 
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Considerations 
 
It is advised you use the Recommended Views created for Researchers as these will become important for when you require e-mail Notifications (future feature 
under development) to be issued. Altering your views may inadvertently hide information that you may need or add unnecessary information that you do not 
need. 
 
A Breeding Protocol can go into overuse as extra animals may not have yet been allocated for any experiments. Once allocated they would then be changed to 
your experimental protocol and not show on this page. This may be a good time to check your approval numbers and usage for experiments. 
Mosaic has a sensitive quality control standard that prevents back-dating death dates. To allow records to be updated correctly, some animals may have the 
correct death date shown in the “Daily Obs” Column. Please check for these on your spreadsheet. 
 
If your numbers for a strain do not match (total number obtained via this Animal Census versus Currently Assigned via the Protocol Worksheet) you may have 
animals that are/were currently housed within UQBR Colonies (Training/Sentinel/TASQ etc).  These animals still need to be reported.  
Please contact the relevant Animal Facility to discuss this further. 
 

Rodent Age Classification 
 

Embryo E0.5 (Plug date) to Pre-birth 
Neonate P0.5 to P9 Future classification for ‘Juvenile’ will 

incorporate the Neonate age range Juvenile P10 to P20 
Adult P21 onwards 

 
 

Help 
 
For queries or discrepancies relating to the generated numbers for each Protocol Allocation recorded against an animal, please contact the relevant Animal House 
and supply them with the specific colony and animal details for further investigation. The Database Administrator cannot assist in these matters. 
 
For queries relating to specific wording or definitions within the MAR reporting forms, please contact the Animal Ethics Committee relevant to your project. 
 
For queries on TOTAL approved allowed counts, please send details of the concern and a recent Approval Certificate to the Database Administrator at: 
br.database@uq.edu.au 

 

mailto:br.database@uq.edu.au
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